INTRODUCTION
Podostemaceae (river-weeds) are an ecologically and morphologically unusual aquatic angiosperm family. The plants live in rapids and waterfalls in the Tropics and the Subtropics. The vegetative plants of most species are composed of shoot with roots firmly adhering to water-worn rock surfaces. The plants grow vegetatively underwater in the rainy season. The plants flower and fruit during the dry season when the water level drops and, finally, they wither and die.
The body plans of Podostemaceae exhibit great diversity. For example, root morphology ranges from subcylindrical to flattened ribbon-like and to crustose (foliose), and shoots are highly diverse with respect to size, proportion of stem and leaf and branching (Rutishauser, 1997) . Some species are devoid of roots (Rutishauser & Grubert, 1994 . Podostemaceae comprise c. 280 species classified in 49 genera, of which 26 genera are monospecific, many genera contain < 10 species, and only a few genera consist of ten species or more (Cook & Rutishauser, 2007) . Thus, the obvious morphological differences between the taxa were traditionally taken as significant enough for creating many small (especially monotypic) genera instead of accepting few large ones.
The phylogenetic position of Podostemaceae among angiosperms was controversial until recently and has been resolved now by several molecular phylogenetic analyses. Studies with large data sets show that Podostemaceae are members of the clusioid Malpighiales (within fabids = eurosids I), with Hypericaceae as their sister family (Savolainen et al., 2000; Soltis et al., 2000 Soltis et al., , 2011 Gustafsson, Bittrich & Stevens, 2002; Davis et al., 2005; Tokuoka & Tobe, 2006; APG III, 2009; Korotkova et al., 2009; Wurdack & Davis, 2009; Ruhfel et al., 2011) .
The relationships in Podostemaceae have been analysed for various groups and geographical regions. They are useful to understand the phylogeny, classification, biogeography and morphological evolution of Podostemaceae as a whole (Kita & Kato, 2001 , 2004a Kato, Kita & Koi, 2003; Moline et al., 2006 Moline et al., , 2007 Koi, Kita & Kato, 2008; Koi et al., 2009; Pfeifer et al., 2009; Thiv et al., 2009; Kelly, Ameka & Chase, 2010; Koi & Kato, 2010a; Ruhfel et al., 2011; Tippery et al., 2011) . In the earliest molecular phylogenetic study, with plastid matK sequences of 31 worldwide samples of 29 species assigned to 20 genera except African species, Kita & Kato (2001) suggested that the family is divided into three subfamilies, Podostemoideae, Weddellinoideae and Tristichoideae, as proposed by Engler (1930) , the former two being sister to each other. Podostemoideae, which were the largest subfamily in their tree, comprised paraphyletic American clades and a monophyletic Madagascan and a monophyletic Asian clade. Moline et al. (2007) analysed eight species of three African genera and combined their analyses with the data of Kita & Kato (2001) , showing the monophyly of the taxa from continental Africa. Tippery et al. (2011) analysed internal transcribed spacer (ITS), rbcL and trnL regions from 38 taxa of 15 genera, with the result that the Neotropical Podostemoideae, except Podostemum, are divided into ten clades. A recent large-scale analysis by Ruhfel et al. (2011) , using plastid matK, ndhF and rbcL and mitochondrial matR genes of 49 species of 35 genera, showed the monophyly of the African, Madagascan and Asian Podostemoideae, and the polyphyly of the American Podostemoideae. Most molecular phylogenetic trees suggested that some large genera, for example, American Apinagia Tul. and African Ledermanniella Engl. sensu Cusset (1983 Cusset ( , 1984 , are polyphyletic. Based on those phylogenetic relationships, studies of taxonomic reclassification are in progress, resulting in the recognition of c. 300 species assigned to c. 54 genera (Table 1 ; e.g. Kato, 2004 Kato, , 2006a Kato & Koi, 2009; Bove & Philbrick, 2010; Koi & Kato, 2010a; Philbrick, Bove & Stevens, 2010; Ruhfel et al., 2011; Tippery et al., 2011) . This paper describes phylogenetic relationships of major lineages in the subfamilies of Podostemaceae, deduced from matK sequences of all available taxa, including some undescribed taxa (in total 657 samples). Based on the phylogenetic tree obtained, we discuss the infrasubfamilial classification of Podostemaceae. Regional (e.g. African and Asian) taxonomic revisions and biogeography will be published in separate papers.
MATERIAL AND METHODS

PLANT SAMPLES
A total of 365 samples (c. 82 species/c. 33 genera) of Podostemaceae, two samples (two species/one genus) of Hypericaceae and one sample of Calophyllaceae were collected from the field (Appendix 1). They were dried in silica gel. Vouchers are deposited in: the Herbarium (TNS), Department of Botany, National Museum of Nature and Science (Tsukuba, Japan); Forest Herbarium (BKF), Department of National Parks, Wildlife and Plant Conservation (Bangkok, Thailand); Herbarium (TI), University of Tokyo (Tokyo, Japan); and Herbarium (TAIF), Taiwan Forestry Research Institute. Duplicates of many vouchers from Africa and America will be deposited in the combined herbaria of the University and ETH Zürich (Z/ZT).
DNA EXTRACTION, AMPLIFICATION AND SEQUENCING
Extraction of total DNA from dried material was performed with the DNeasy Plant Mini Kit (Qiagen, Valencia, CA, USA). The plastid matK region was amplified via polymerase chain reaction (PCR) using Ampdirect plus (Shimadzu, Kyoto, Japan) and TaKaRa Ex Taq polymerase (TaKaRa, Tokyo, Japan) under the following conditions: 3 min at 94°C; 35 cycles of 30 s at 94°C, 30 s at 55°C, 90 s at 72°C; and 7 min at 72°C. The primers used for the DNA amplification and the cycle sequencing are listed in Appendix 2. The PCR products were treated with ExoSap-IT (GE Healthcare, Cleveland, OH, USA) to remove the extra primers. Sequencing was conducted using the BigDye Terminator v3.1 Cycle Sequencing Kit (Applied Biosystems, Foster City, CA, USA) and the ABI 3130xl Genetic Analyser (Applied Biosystems).
PHYLOGENETIC ANALYSES
Phylogenetic analysis was performed with the sequences obtained in this study (365 samples) and from GenBank (292 samples), in total 657 samples from c. 132 species of c. 43 genera of Podostemaceae and five samples (five species/four genera/three families) of Malpighiales (Appendix 1; Kita & Kato, 2001 , 2004a Kato et al., 2003; Davis & Wurdack, 2004; Moline et al., 2007; Koi et al., 2008 Koi et al., , 2009 Thiv et al., Asia and Australia 5, 6 (20 genera/137 spp.) (17 genera/80 spp.) (18 genera/84 spp.) Podostemoideae (47 genera/280 spp.)
Apinagia Tul. Cladopus H. Möller 9 10, 17, 21, 23 Autana C.T.Philbrick Cipoia C.T.Philbrick, Novelo & Irgang 2 14, 16 Inversodicraea Engl. ex R.E.Fr. 20 20, 28 Hydrobryopsis Engl. 20, 28 Hydrobryum Endl. 23 12, 21, 24, 35 Diamantina Novelo, C.T. Koi & Kato (in press ).
*The genus Aulea (2 spp.) was proposed by Cusset as a segregate of Saxicolella, although it was not published properly (Lebrun & Stork, 1991) .
MOLECULAR PHYLOGENETIC ANALYSIS OF PODOSTEMACEAE 463 Kelly et al., 2010; Koi & Kato, 2010a; Ruhfel et al., 2011) . The sequences were assembled using SeqMan II (DnaStar, Madison, WI, USA) and aligned by MacClade 4.0 (Maddison & Maddison, 2000) . Gaps were treated as missing data. Maximum likelihood (ML) analysis was performed using RAxML 7.2.7 (Stamatakis, Hoover & Rougemont, 2008) from Bital-IT and Cipres cluster web servers (Miller et al., 2009 ) with a general time reversible (GTR) model + G (shape parameter of the gamma distribution) model (Posada & Crandall, 1998) . Bootstrap probability (BP) values were calculated for 1000 replicates. In the Bayesian analysis, the GTR model + I (proportion of invariable sites) + G was selected by the program MrModeltest 2.2 (Nylander, 2004) . Nucleotide frequencies were A = 0.3282, C = 0.1399, G = 0.1194, T = 0.4125; the substitution rate matrix was A to C = 1.1407, A to G = 1.1470, A to T = 0.1821, C to G = 0.7971, C to T = 0.9452, G to T = 1.0000; the proportion of invariable sites was 0.1166; and the gamma distribution shape parameter was 1.2290. Markov chain Monte Carlo (MCMC) iterations with four chains were conducted for 5 000 000 generations, sampling a tree every 100 generations, with the program MrBayes 3.1. 2 (Ronquist & Huelsenbeck, 2003) . The first 12 500 trees were discarded as burn-in and the remaining 37 500 trees were used to determine the posterior probabilities (PP) for branches. The species other than Podostemaceae were treated as outgroups.
RESULTS
In the ML tree ( Fig. 1 Our phylogenetic tree with the largest sampling data so far is consistent with the previous trees (Kita & Kato, 2001; Moline et al., 2007; Ruhfel et al., 2011) in that the family Podostemaceae consists of three major clades proposed systematically by Engler (1930) , i.e. subfamilies Podostemoideae, Weddellinoideae and Tristichoideae, of which the first two are sister to each other. It is in good accordance with the currently accepted three-subfamilial classification (Cook & Rutishauser, 2007) . The subfamilies are characterized primarily by floral morphology ( zygomorphic flowers with reduced tepals and flower buds enclosed by spathellas, i.e. special envelops. In contrast, Weddellinoideae and Podostemoideae share bicarpellate flowers. Vegetative characters also characterize the subfamilies. Tristichoideae and Weddellinoideae share nearly radially symmetrical root apical meristems and root caps, with exceptions of the rootless Dalzellia and the capless Tristicha (Koi et al., 2006) , sympodially branching shoots with shoot apical meristems (SAMs) and scale-like leaves (Koi & Kato, 2007; Fujinami & Imaichi, 2009 ). In Podostemoideae, root apical meristems are bilateral-symmetric with dorsiventral root caps, but some species are capless (e.g. Jenmaniella) (Koi et al., 2006) or have linear elongate root meristems resembling fasciation (e.g. Hydrobryum) (Ota, Imaichi & Kato, 2001) . The shoots are devoid of SAMs in a morphological sense in Podostemoideae examined (Hammond, 1936; Imaichi, Hiyama & Kato, 2005; Koi, Imaichi & Kato, 2005 (Katayama, Koi & Kato, 2010) . The phylogenetic tree shown here confirms the previous suggestions that those floral and vegetative characters shared by Tristichoideae and Weddellinoideae are probably plesiomorphic.
TRISTICHOIDEAE AND WEDDELLINOIDEAE
Subfamily Tristichoideae comprise six genera (Kato, 2006a) , of which Cussetia M.Kato was not examined in this study. The present result that the subfamily is divided into three clades, Terniopsis, Tristicha and a clade of Dalzellia, Indodalzellia and Indotristicha, is congruent with the trees of Koi et al. (2009) and Ruhfel et al. (2011) , who analysed smaller sampling data sets than ours.
Terniopsis comprises several morphologically similar species and is apparently similar to Tristicha in the short leafy shoots (called ramuli) borne 
Monandriella linearifolia GHO1663
Inversodicraea bosii CMR47 Inversodicraea bosii GAR-021018-01
Inversodicraea ledermannii Ameka & al. 02-07-07-06 Inversodicraea ledermannii CMR45A 46 58 102 110 GAR-021018-02 GHO1414 Inversodicraea ledermannii CMR45B Inversodicraea cf. kamerunensis CMR59 Inversodicraea cf. kamerunensis GB11 12 13 Inversodicraea cristata GHO1664
Inversodicraea cristata GHO1659
Inversodicraea cristata GHO1666
Inversodicraea ntemensis CMR65
Inversodicraea annithomae Inversodicraea ntemensis CMR114 Inversodicraea annithomae 
Macropodiella heteromorpha GAHR24
Macropodiella heteromorpha Macropodiella heteromorpha Macropodiella cf. heteromorpha GB04 Ledermanniella linearifolia Djinga sp. endogenously along the flank of the root and the trimerous flower subtended by two bracts Kato, 2006a; S. Koi & M. Kato, unpubl. data) . The diagnostic characters that distinguish Terniopsis and Tristicha are root cap (present vs. absent), number of stamens (two or three vs. one or two), stigma (laciniate and free vs. oblong-elliptic and united) and ramuli associated with the flower (present vs. absent) (Cusset & Cusset, 1988a; Kato et al., 2003 
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Indotristicha are distinct from each other in the shoot organization (ribbon-like to foliose vs. ribbon-like vs. cylindrical), phyllotaxis (dorsal leaves without obvious pattern and marginal leaf in alternate in the former two vs. spiral or non-spiral scale arrangement in the last) and root (absent in the former vs. present in the last two) (Cusset & Cusset, 1988b; Rutishauser & Huber, 1991; Jäger-Zürn, 1992 , 1997a Mathew, Nileena & Jäger-Zürn, 2001; Imaichi et al., 2004; Koi et al., 2009; Koi & Kato, 2010b) . It is therefore likely that the remarkable differences appeared for an equivalent geological time to the relatively uniform sister genus Tristicha. Our phylogenetic analysis using new samples shows that Tristicha is divided into three distinct subclades, i.e. the Afro-American subclade, the Afro-Madagascan subclade and, as sister to both, a truly African sublclade ( Fig. 2A) . The present phylogenetic relationship of these subclades strongly supports the hypothesis by Kita & Kato (2004b) that Tristicha occurred in Africa and migrated to America. Our ML analysis also indicates that the molecular variations in matK between the three subclades of Tristicha (0.025-0.068 expected amount of change per site) are nearly equivalent to those between four subclades of Terniopsis (the 'chanthaburiensis' subclade, the 'Lao-Thai' subclade, the 'malayana' subclade and the 'sessilis' subclade) (0.023-0.052) and those between Dalzellia, Indodalzellia and Indotristicha (0.038-0.051) ( Fig. 2A-C; Appendix 3) . Tristicha is usually treated as monotypic (T. trifaria (Bory ex Willd.) Spreng.), even although many local species have been described (Cusset & Cusset, 1988a, c) . It is necessary to clarify whether there are multiple species in Tristicha by morphological observation and barcoding analysis (Kelly et al., 2010) .
Subfamily Weddellinoideae are composed of only Weddellina, which has been considered monospecific (van Royen, 1953; Cook & Rutishauser, 2007 ). The present study shows that central Brazilian and Guyanan Weddellina form a monophyletic clade. Although the two are similar in vegetative characters (S. Koi & M. Kato, unpubl. data) , the samples differ considerably in the matK sequence (Fig. 2D) . No floral material is available for the Brazilian specimen and therefore further morphological and molecular analyses on specimens collected from its wide distribution area are necessary to test whether Weddellina is monospecific with infraspecific taxa (Philbrick et al., 2010) or comprises at least two species.
PODOSTEMOIDEAE
Our analysis with 493 podostemoid samples produced similar results to those published by Ruhfel et al. (2011) , that Diamantina lombardii Novelo, C.T.Philbrick & Irgang is first-branching in the subfamily, although the monophyly of the rest is poorly supported. This species is characterized by minute digitate non-vascularized leaves, absence of doublesheathed leaf, a whorl of two to four (usually three) tepals and one to three (usually two) stamens in the zygomorphic flower, and the open bract-like spathella incompletely covering the subterminal flower bud (Philbrick, Novelo & Irgang, 2004a; Rutishauser et al., 2005) . Although a whorl of tepals and stamens is shared by many other American species, the open spathella is not seen in other Podostemoideae and the digitate leaves suggested an affinity to Asian Cladopus (Rutishauser et al., 2005) . The present molecular tree indicates that Diamantina is probably sister to all other Podostemoideae.
The Royen, 1951 Royen, , 1953 Royen, , 1954 Rutishauser, 1997; Rutishauser & Grubert, 1999 , 2000 Rutishauser, Novelo & Philbrick, 1999; Cook & Rutishauser, 2007; Philbrick, Bove & Edson, 2009; Philbrick et al., 2010; S. Koi & M. Kato, unpubl. data) . Wettsteiniola, analysed for the first time, is nested within this second American clade, and has two to four stamens in an incomplete whorl and pollen in monads (Cook & Rutishauser, 2007 Table 4 . Comparing with the other African subclades, the Saxicolella subclade with Saxicolella nana is unique in having endogenously branching capless roots, a scaleless stem, an erect flower within a spathella and dyad pollen (Tables 3 and 4 ; Cusset, 1987; Rutishauser et al., 2007 ; S. Koi, unpubl. data) . Our tree shows that Winklerella, which has a strongly flattened capsule with lateral wings, is nested within the Ledermanniella-Monad subclade, and this phylogenetic placement is not in conflict with the definition of the subclade by the key characters shown in Table 4 (Cusset, 1987; Rutishauser et al., 2007) . Unlike the result of Thiv et al. (2009) , that Inversodicraea bosii is isolated from the others, our result shows that it is (Lebrun & Stork, 1991) . Although the two genera share many characters, such as endogenously branching roots, erect flowers and dyad pollen (Table 3) , Saxicolella s.s. has unilocular ovaries, i.e. without a septum, whereas Aulea has bilocular ovaries, i.e. with a septum (Ameka, Pfeifer & Rutishauser, 2002) . Furthermore, Saxicolella s.s. has capless roots, whereas Aulea has capped ones (Ameka et al., 2002; S. Koi, unpubl. data) . Saxicolella s.s. shares the loss of the ovary septum and the loss of the root cap as synapomorphies with the other podostemoids of continental Africa, whereas Aulea retains an ovary septum and root cap as plesiomorphies (Table 3 ; Ameka et al., 2002 Ameka et al., , 2003 Moline et al., 2007; Pfeifer et al., 2009; Thiv et al., 2009) . Aulea shares capped, endogenously branching roots and dyad pollen with the Madagascan genera, i.e. Endocaulos and Thelethylax, but differs in the position of flowers in spathellas (Table 3 ; Grob, Pfeifer & Rutishauser, 2007) .
In Madagascar, four podostemoid genera occur, of which Endocaulos (one species) and Thelethylax (two species) are endemic, whereas Sphaerothylax (c. two species) and probably Paleodicraeia C.Cusset (one species) are also distributed in Africa (Cusset, 1972; Cook & Rutishauser, 2007 ; R. Rutishauser, unpubl. data) . Because Paleodicraeia and Sphaerothylax were not examined, it remains uncertain whether all Madagascan genera form a monophyletic group. Further analysis promises to resolve the phylogenetic and biogeographic relationships between Madagascan and African Podostemoideae.
Our analysis is based on much wider sampling data than previous ones (Kita & Kato, 2001; Ruhfel et al., 2011) , with a congruent result that Asian Podostemoideae are monophyletic with high support (Figs 1,  2L-N) . We found that the clade is divided into four subclades: the Cladopus subclade, the Hydrobryum subclade, the Polypleurum subclade, and the Zeylanidium subclade. The former two are concentrated in South-East and East Asia, whereas the latter two with small satellite genera are diverse in South and South-East Asia (Kato, 2006b) . The species in the mainly Asian clade, like those in the American and African clades, exhibit high diversity in morphology, whereas Asian Podostemoideae are distinguished from the other Podostemoideae only in having capped (except some species), exogenously branched roots (except Farmeria) ( Table 3) . Table 4 . Key characters to define subclades of African Podostemoideae shown in Figure 2J (Cusset, 1987; Cook & Rutishauser, 2007; Rutishauser et al., 2007; Thiv et al., 2009; R. Rutishauser, unpubl. data; S. Koi, unpubl Cusset (1983 Cusset ( , 1987 , but turned out to be a separate subclade as sister to all other Podostemoideae from continental Africa that lack stem scales (Thiv et al., 2009; Ruhfel et al., 2011; cladogram Fig. 2J in the present paper) . ‡Ledermanniella s.s. as redefined by Thiv et al. (2009) consists of those Ledermanniella spp. that were added to subgenus Ledermanniella by Cusset (1983 Cusset ( , 1987 , except L. monandra, which was recognized as the monotypic genus Monandriella (with M. linearifolia) by Engler (1930). *Saxicolella s.s. consists of all non-Ghanaian Saxicolella spp. (e.g. S. nana) that differ from the Ghanaian species (e.g. S. agumatsa, S. amicorum) in having unilocular ovaries (attributable to loss of septum) and roots devoid of caps. The Ghanaian species are taken as members of the informal genus 'Aulea' (see Table 3 ).
Cladopus and Paracladopus of the Cladopus subclade share exogenously branched ribbon-like roots, and digitate or lobed bracts, a unique combination of characters in this subclade of Asian Podostemoideae (Table 5; Cusset, 1992) . Paracladopus is discriminated from Cladopus by the shoots borne on the lateral flank of the root between successive root branches, the presence of a holdfast and the ensiform leaf (Kato, 2006a; Koi et al., 2008) . It is difficult to define diagnostic characters for the Hydrobryum subclade to discriminate it from the other subclades because of its heterogeneity (Table 5 ). In the Hydrobryum subclade, Hanseniella and Thawatchaia differ from Hydrobryum by the lobed bracts (Cusset, 1992; Kato, 2004) and Hydrodiscus is unique in the absence of root (Koi & Kato, 2010a) .
Our study provides the first large-scale phylogenetic relationships of Podostemoideae in India and Sri Lanka, which together represent a species-rich region in Asia. The Polypleurum subclade includes Griffithella, Farmeria and Zeylanidium subulatum, in addition to Polypleurum. Griffithella has been treated as congeneric with Cladopus, which is characterized by having globose, smooth-surfaced capsules (Table 5; Cusset, 1992) , but this treatment is not supported by the present tree, like that of Ruhfel et al. (2011) . Griffithella differs from Cladopus in having a simple bract and from the other genera in having occasionally a cup-like root attached to rocks by the central holdfast (Willis, 1902; Cusset, 1992; Mathew & Satheesh, 1997) . Farmeria metzgerioides has single stamens, fewer seeds (one or two), and markedly unequal, smooth capsules (Willis, 1902; Cusset, 1992; Mathew & Satheesh, 1997) and is closely related to Polypleurum. Zeylanidium subulatum has been traditionally assigned to Podostemum (Willis, 1902; Mathew & Satheesh, 1997) , but it should be excluded from the American Podostemum and even from Zeylanidium (Philbrick & Novelo, 2004; Cook & Rutishauser, 2007) . Our tree also reveals that the Zeylanidium subclade includes Hydrobryopsis, Willisia and Zeylanidium [and Griffithella examined in Ruhfel et al. (2011)] . Willisia is well defined by the simple or dentate bracts (leaves) in four or six rows on the long shoots (Cusset, 1992; Mathew & Satheesh, 1997; Shivamurthy & Sadanand, 1997) . Hydrobryopsis is characterized by the simple bract, sessile ovary, smooth-surfaced capsule and unequal capsule valves (Cusset, 1992; Mathew & Satheesh, 1997) . The rest of the Zeylanidium subclade has simple bracts on reduced shoots (Cusset, 1992; Mathew & Satheesh, 1997) . Cook & Rutishauser (2007) Dalzellia angustissima M. Kato -Saphanhin waterfall, Ban Tha Sen, Trat, Thailand, S. Koi, R. Fujinami, N. Katayama & T. Wongprasert TKF-19 (BKF, TI, TNS, AB698081); loc. cit., M. Kato, S. Koi & T. Wongprasert TL-1302 (BKF, TI, TNS, AB698082); TL-1507 (AB450016 h ). Dalzellia cf. angustissima M. Champasak, Laos, S. Koi, Koi, R. Fujinami, TNS, AB698090) ; loc. cit., S. Koi, TNS, AB698091); loc. cit., L. Ampornpan, P. Werukamkul, W. Sumanochitrapon, A. Sathapattayanon, TNS, AB698092) . Dalzellia ranongensis M. Kato, TNS, AB698098); loc. cit., M. Kato, TNS, AB698099); loc. cit., M. Kato, TNS, AB698100); Valayah River, Palakkad, Kerala, India, M. Kato, TNS, AB698101) ; Cheenganni Puzha near Iritti, Kannur, Kerala, India, M. Kato, Koi, TNS, AB698105) ; Tad Nam Pa (Tad Jo) waterfall, Ban Xan Sai, Attapeu, Laos, S. Koi, TNS, AB698106) ; Tad Xai waterfall, Phuu Khao Khouay National Park, Bolikhamsai, Laos, S. TNS, AB698107); loc. cit., S. Koi, R. Fujinami, TNS, AB698108) ; Tad Faek waterfall, Sekong, Laos, S. TNS, AB698109) ; Huay Banglieng, Ban Lak Saosee, Champasak, Laos, S. Koi, TNS, AB698110); loc. cit., S. Koi, TNS, AB698111) . Indodalzellia gracilis (Mathew, Jäger-Zürn & Nileena) ); Punavoorthode Urulanthanni, near Kothamangla, Ernakuram, Kerala, India, M. Kato, TNS, AB698112); loc. cit., M. Kato, TNS, AB698113) . Indotristicha ramosissima (Wight) P. Royen -A. K 
. Inversodicraea annithomae C. ); Expected amount of change per site (= branch length in Fig. 2A-C 
